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Summary of findings

N

Conjugates# 13 16 12 1 4 3 0 2 1
Am/z (ppm) 0.7 0.6 0.5% 1.4 0.7 0.7 0.9 1.3+ 1.9 0.3 3.2 N/A 2.0 0.0 2.2 _ _
We would like to thank Qin Yue, Teresa Mulder and Peter Fan
Measured Ratiq  0.5% 0.0 1.0+ 0.2 3.0% 0.5 0.4£ 0.0 1.1% 0.2 1.4+ 0.2 N/A 0.9+ 0.1 2.1 for ideas, technical support and discussions.
%Error of Ratio 38+ 9 5% 17 -1+ 15 25 11+ 26 -55¢ 5 N/A -11+ 8 -30
Neutral Loss® 0 (0) 3(9) 4(8) 0(0) 2(2) 0(0) N/A 2(3) 0(1)

a: Only non-labeled information has been reported here except the total numbers of neutral loss (in red).
b: We includes neutral loss for non-labeled conjugates (in black), and the sum of neutral loss for non-labeled
and labeled conjugates (in red).




